PMID: 7451505

Protein/Site: 
· Detected
Glycan:
· Is there a way to include some words that might highlight the curator that information is present but needs manual curation. For e.g: if you could output the word “formula”. The curator reading this would understand that the sequence is present but it is not captured because it is an image. 
· Is it possible to also include number of glycans, e.g: S3 two; one?
Disease:
· Not Present

*************************************************************************************

PMID: 1482348 

Protein/Site:
· The protein HGF or Hepatocyte growth factor” detected.
· Should the program have detected “alpha” (S3)? 
· Site Thr445 determined correctly
· Not sure why “chain” is a output for protein under “Output(Part-Of)”

Glycan:
· Is there a way to include some words that might highlight the curator that information is present but needs manual curation. For e.g: if you could output the word “formula”. The curator reading this would understand that the sequence is present but it is not captured because it is an image
Disease:
· None present in abstract

*************************************************************************************

PMID: 2387072

Protein/Site: 
· Detected (The abstract provides general glycoprotein family of skin fibroblasts and mentions only one protein name from the group: fibronectin). 
Glycan:
· Fucosyl/ fucosylation not detected
· alpha 1----6/alpha 1----3/alpha 2----3/alpha 2----6 not detected
· S4: “di” not detected   (You program might have detected if it was diantennary instead of just di.
Disease:
· Detected correctly

*************************************************************************************
PMID:  6689265

Protein/Site: 
· Vitamin D-binding and Gc2, Gc1 detected correctly.
· False positive:
· S3: Neu   (it’s a sugar residue – short for N-Acetyl-Neuraminic Acid)
Glycan:
· Did not detect:
· S3: Ac alpha (2 leads to 3) Gal beta (1 leads to 3) GaINAc alpha (1 leads to 0) 
· S4: tetrasaccharidic ; two N-acetylneuraminic residues
Disease:
· Not present in abstract 

*************************************************************************************

PMID:  7841792 #not highlighted in the color.

Protein/Site: 
· Site: Asn494
· O-glycosylated mucins

Glycan:
· Nothing present

Disease:
· Not present 

*************************************************************************************

PMID: 8142896	

Protein/Site: 
· Protein detected correctly 
· All sites detected but not shown in the output section expect 223 which is a negative glycosylation site.
· Site 223 was never found to be glycosylated (Is there a way that Asn223 is not detected among the glycosylation sites?)
Glycan:
· [bookmark: _heading=h.gjdgxs]Is there a way to include some words that might highlight the curator that information is present but needs manual curation. For e.g: if you could output the word “formula”. The curator reading this would understand that the sequence is present but it is not captured because it is a image. 
Disease:
· Not present
*************************************************************************************

PMID: 8436110
Protein/Site: 
· Not present in abstract
Glycan:
· Not detected:
· S2:  82 (if possible to detect)
· S6: “hepta-“
Disease:
· Detected correctly. 

*************************************************************************************

PMID: 9136890

Protein/Site: 
· Protein detected correctly.
· Site detected 
Glycan:
· Not detected
· S1: three (if possible)
· S7: complex
· S8: core fucosylation
· S10: hybrid
· 
Disease:
· Not present in abstract


*************************************************************************************

PMID: 10764840

Protein/Site: 
· Detected
Glycan:
· Not Detected:
· S8: sialyl Le(x)motif; LacNAc  (and if possible “three”); bisecting
Disease:
· Detected 

*************************************************************************************



PMID: 8390218

Protein/Site: 
· Detected
Glycan:
· Not Detected:
· S3: Gal beta 1-4GlcNAc beta 1-2Man alpha 1-6(Gal beta 1-4GlcNAc beta 1-2Man alpha 1-3)Man beta 1-4GlcNAc beta 1-4GlcNAc
Disease:
· Detected “biantenaary glycan” along with hepatocellular carcinoma.
· Detected “Lens culinaris agglutinin” as a disease. 


*************************************************************************************

PMID: 2971663

Protein/Site: 
· Detects all proteins but- leukosialin is the only glycoprotein in this paper.  (S5 works now)
· It has identified  interleukin-2  and beta 1----6GlcNAc-transferase
· Is there a reason alpha 2----6 sialyltransferase was not detected (S4)
Glycan:
· Does not detect “complex” (S3)
       Disease:
· Not present in abstract

*************************************************************************************

PMID: 1468573

Protein/Site: 
· The output is FAB instead of urokinase. (why?)
Glycan:
· Does not detect   “beta (1-2)” in S0 and S1    

        Disease:
· Not present in abstract

*************************************************************************************

PMID: 26510530

Protein/Site: 
· Does not have any protein names. But is there a way we can ouput words like “op eight abundant glycoproteins” in a seprate column “manual_input” or something similar? This way we can identify papers which will need manual curation.
· 
Glycan:
· Not present in abstract   

        Disease:
· Not present in abstract

*************************************************************************************

PMID: 26510530

Protein/Site: 
· Does not have any protein names. But is there a way we can ouput words like “op eight abundant glycoproteins” in a seprate column “manual_input” or something similar? This way we can identify papers which will need manual curation.
· 
Glycan:
· Not present in abstract   

        Disease:
· Not present in abstract

*************************************************************************************

PMID: 25374123

Protein/Site: 
· Detected
Glycan:
· Not detected:
· three hybrid and four complex glycopeptides; fucosylation (S10).

        Disease:
· False positives:
· HCD; collision-induced dissociation; CID;  high-energy C-trap dissociation; MS (all of these are glycan analysis techniques) 


*************************************************************************************
