
Meeting details:

· Time:
· Meetings held Biweekly Wednesday’s 11AM to 12PM.
· WebEX details:-
· https://gwu.webex.com/join/rsn13 | Meeting number: 732 919 422
· 
· Google drive:-
· https://drive.google.com/open?id=1oY6wZaFOfRArFm-FA5iFO-oJrrlD2_5i

-----------------------------------------------------------------------------------------------------------------------------------------

Last handover meeting Vijay (on Monday 08/23/2021) and Karen, Catherine and Frederique (on 08/27/2021 )
· Minutes
a. Documented brief summary of the project and important links.
b. The document will be circulated by Rahi to everyone as well as will be added at the confluence. 
c. Discussed writing a paper
d. No meeting in the month of September
e. Jeet will restart the meetings in October.


Meeting No. 42
· Date: 07/23/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Rahi Navelkar
· Agenda:
a. Updates
· Minutes
a. Rahi will email about classifying mismatch sites either as litMin error or sequence shift. 
b. Run the program simple : glycosylation + sites + human +rat + mouse
· Ran for 20,000 abstracts.
· Two column table PMID + sentence (identifying scope of large scale paper)
c. Dockerize:
· Working smoothly
d. Paper:
· Evaluation: 1. Method and errors 2. Assisting curation. 

Meeting No. 41
· Date: 07/09/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Updates
· Minutes
a.  Paper:
·  one or multiple papers
· system description
· protein and site detection
· GDS scope
· Evaluation based on abstracts
· GlyGen QC
· Rahi : start with the whole paper.. then divide into different sections.
· Get the number where protein and site is a mismatch - give that number to Vijay (atleast 30 rows)
b. Karen: Systematic evaluation of GDS left?
c. Vijay will talk to Pen Su if the program to Identify the large-scale papers  can be run at their end (on a large set of papers) or can be sent to GWU. Aim is to identify PMIDS which are large-scale and provide this list to GlyConnect for further curation.
d. Manual QC: 
· Karen, Catherine, Rahi will first evaluate the rows where the site is mismatched.
· Then will classify them either into litMin error or sequence shift. 
· Evaluate the rows where sequence has shifted and based on the time and effort needed to correct the annotation we could think about giving this project to another student or somebody else.
· Rahi will provide the format needed. 

Meeting No. 41
· Date: 06/11/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Updates
b. Questions for manual QC
· Minutes
a. Paper: Rahi will create a document for ideas.
b. Docker sent to GWU- site detection and protein in abstracts and full-length.
c. Rest will be sent later. 
d. Highlighted abstracts in iTextMine: Vijay working on it. Can be done in a week’s time. 
e. Finding enrichments for significance scores.  
f. 

Meeting No. 40
· Date: 05/28/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Discussed F2F slides
· Minutes
a. Wrote down notes for the slides F2F
b. Discussed manual QC process. 


Meeting No. 39
· Date: 05/14/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Updates
b. Timeline- last date
· Minutes:
a. May 31 is the last date. 
b. Update:
· Improve full-length articles
· Send the system to GlyGen
· Abstracts:
· Building the system that site and proteins (done)
· Is it large-scale(done)
· GDS detection (still some improvement, will not be finished before May 31st)
· Full-length articles:
· Proteins and glycosites (in progress, will not be finished before May 31st)
· Sentences for Manual curation 
· Movement of software to GlyGen (start immediately)
· Discuss slides structure in the next meeting. - focus on the outputs


Meeting No. 38
· Date: 04/30/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Updates
· Minutes:
a. Abstract - deadline is May 15th
b. New site- Update the litMin site on GlyGen to the new site. 
c. Itextmine?? - We can consider moving the abstracts to iTextMine if we get time at the end of the project. 
d. Update: pipeline with a list of PMIDs if its OA or not. 
· If it is OA: parse it
· Large-scale papers:
· Glyconnect papers- successful
· Run it on the papers in GlyGen which are not large-scale. May be less than 5 sites. 


Meeting No. 38
· Date: 04/16/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Added the Protein+Site detected from 10K abstracts to GlyGen to be run by the new QC pipeline
b. Large-scale papers- Vijay identified large scale papers in GlyGen- need more feedback?
c. Next steps
d. Abstracts
· Minutes:
a. 100 rows - missing UniProtKB accessions, but has NCBI gene ID- vijay will try to see if he can get the UniProtKB accessions
b. Next steps:
· Subset- of PMIDS 
· Run the tool that will detect Large-scale
· Give to the curators
· Parallely run on the same set to detect- protein and sites
· Large-scale+ OA: process results and discussion sections
· Give to the curators
· Protein+ sites+GDS on OA
c. Ran on protein+sites on OA: sections and couple of sentences- something that refers to the supp. Tables. 
d. Add Peng Su to abstract


Meeting No. 37
· Date: 04/02/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Results from the 10K abstracts
b. QC steps for results from 10K abstracts
c. Full-length paper- next steps
· Minutes:
a. Results from the 10K abstracts
· Some of the rows do not have UniProtKB accessions (till row 110) but have what appears to be NCBI IDs.	Comment by Vijay Shanker: in blue are from me
· Vijay will take a look and send me new file
b. QC steps for results from 10K abstracts
· Flow diagram discussed.
· We will manually QC those rows where the annotation (protein + site) is not in GlyGen. We will try to correct the positions parallely.
c. Full-length paper- next steps
· 3 separate pipelines:
·  Extract protein, site and GDS from Full-length papers:
· Run the existing system (to detect protein, site, GDS) on the query that provided us 10K abstracts.
· Ran the existing system on one article from start to scratch. But output has not been examined.
· In order to refine this system to work better on full-text, we need a development set. For this purpose, Rahi to send curated info from GlyConnect and UnicarbKB sets in GlyGen. 
· Run the pipeline (starting from detecting which papers are in the OA set) on the 10k pmids. 
· Full-length papers- for curation of papers with Large-scale results
· Check query for large-scale papers:
· If OA: run system on full-length papers- which will be helpful for manual curation
· If not OA: run system on abstract to identify if the paper might be large-scale- which will be helpful for manual curation.
· OA papers
· Vijay to send Rahi and Catherine sentences currently identified for 1-2 papers they have looked at before.
· Rahi and Catherine to identify sentences that shouldn’t be identified by system since they are not relevant for deciding if the section/tables have information useful for curation. They will also mention if there are additional sentences in same abstract that would be useful to identify.
· A system refined based on this abstract will be developed.
· It will run on all OA papers for an improved PubMed query (to be determined by Rahi/Karen/Catherine) for identifying large scale results.
· Non-OA papers
· Based on 95 pmids returned by previous “large-scale” query, Vijay will try to find patterns of keyphrases that hint at likelihood of large-scale results in full-text/supplementary materials. The GlyConnect and UniCarbKB data in GlyGen will also help for this purpose.
· A simple matching program that will run on abstracts will be developed to identify potentially useful articles.
· This program will be run on the 10k pmids.
d. Abstract for ISB conference:
· Rahi will start with the abstract and forward it to everyone. 





Meeting No. 36 scheduled on 03/19/2021 DID NOT HAPPEN DUE TO HOLIDAY AT GWU.
-----------------------------------------------------------------------------------------------------------------------------------------
Meeting No. 35:
· Date: 03/05/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. Progress report
b. Feedback from OA paper
c. Next steps for OA papers
d. Feedback from GlyGen papers
e. End of project task- dockerize
· Meeting minutes:
a. Progress report:
· Wrote bullet points for the progress report for Vijay
· Vijay will send it on Monday so that others could add more details
· Rahi to give the final progress report to Jeet
· Rahi will write another report documenting the progress of the GlyConnect collaboration and send it to Frederique.
b. Feedback from OA paper
· Feedback is ready for Vijay to review.
· Vijay will take a look
c. Next steps for OA papers
· Identify the keywords on entire (queried) PubMed abstracts to identify the full-length papers
· From the identified papers - check which are OA
· Do highlighting for OA papers- to provide additional details wherever possible.
· So the final result would contain all pmids that were recognized as full-length and of that set additional details for papers that were OA. 
d. Feedback from GlyGen papers:
· Feedback ready for Vijay for output from GlyGen papers.
· If the columns F, G are filled then the row is manually verified. 
· Not all Fp, Fn are noted down. But if either column (F or G) has “failed”- then there is a false positive or some other error. 
· Catherine will mark the rows ‘pass’ where she marked the sites fail (due to mismatch in the abstract and UniProtKB sequence). If the abstracts and the excel sheet match then it's a ‘pass’. But she will keep the comments which suggest that there is a mismatch between the paper and uniprotkb sequence. 
e. Running on 12,000 abstracts. -- will this also include GDS?
· In progress. Probably be done by the next meeting.
f. End of project task- dockerize
· Yes will dockerize. Will take ~ a month.
· Rahi to check-in with Raja if it's ok to dockerize after the end of the project so that we can utilize the last month to work on other tasks. 
g. 











-----------------------------------------------------------------------------------------------------------------------------------------
Meeting No. 34:
· Date: 02/19/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
a. New GlyGen set data
b. Next steps
c. Update on glyConnect octopus
d. OA papers
· Meeting minutes:
a.  The new abstracts that Vijay sent- detecting proteins and sites from more GlyGen abstracts.
·  Do you need feedback for this data? Like identify fp, fn's ---> not necessary
· Karen and Catherine: I need your help in verifying this data? --> send the rows to Karen and Catherine
b. Next steps:
·  running tool on 12,000 abstracts which are general glycosylation. 
· running tool on 25 full-length papers which are large scale 

c. Update on glyConnect octopus
· Julien on vacation
d. URL for LitMin has changed and will need to be updated in GlyGen. 
e. OA papers:
· Rahi, Karen and catherine to mark sentences that hint that supp. Tables from papers that Vijay will send. 


Meeting No. 33:
· Date: 2/05/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
· Queries -large scale
· Full-length paper results
· Status of abstracts
· Octopus tool
· Meeting minutes:
· We can produce the abstract protein and site detection on 2 separate queries- one general and one large scale that will go to glyGen and GlyConnect parallely. 
· See diagram:[image: ]
· Its def. Worth a try to see what automatic literature mining can produce from abstracts of large-scale papers.
· Karen- probably useful if we run the full-length (when ready) detection for large-scale ready. But abstracts are certainly worth a try
· Vijay extracted discussions and result sections from the full-length papers- which can highlight important sections which help in assisting manual curation
· Fredrique- will send a list of large-scale papers so that Vijay can go through them and pick common keyword or terms that might help in identifying large-scale papers from a large-scale paper targeting query.
· Vijay has run the abstract protein and site detection again on glyGen set and it yielded more papers than the last iteration. This is because of the new dictionary theta Vijay has developed to normalize protein names using the UniProtKB names.
· With Catherines help of normalizing previously undetected proteins- Vijay was able to identify 35/40 proteins [revouly not identified.
· Rahi- instead of running the abstract detection again on protein and site- it would be better to run it on a large set of papers outside GlyGen. Vijay-can run on 1000 abstracts and go through results.
· Rahi- to send a query and a timeline for this. 
· Status on octopus tool: Julien has to rebuild the octopus tool mapping to GlyConnect data. Post which a complete model of glycan description wil be available. Rahi- ok to wait until the rebuild happens. 





Meeting No. 32:
· Date: 1/22/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
· update on literature mining:
· octopus tool
· query to target the full-length papers: high-impact? or something else?
· Meeting minutes:
· working on the normalization of proteins with complexes by using the synonyms list or names in UniProtKB. 
· Vijay will send the data generated based on the improved abstract protein-site detection. This will include  GlyGen abstracts (maybe larger).
· Rahi will send a few queries that will generate a large number of papers or large scale papers or high impact papers.
· Vijay-we can identify papers which have a large impact.
· If we can and we got good results we can send it to Frederique for curation.
· Octopus tool: difficult to generate terms, will get it possibly in coming weeks. 



Meeting No. 31:
· Date: 1/08/2021 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
· Meeting minutes
· protein normalization: problems even after manual verification.
· subunits issue.
· GDS:
· tell Vijay which are false positives.
· gds association.
· detection of complexes.
· Rahi to provide few examples to Vijay. 

Meeting No. 30 is cancelled due to christmas holiday’s

Meeting No. 29:
· Date: 12/11/2020 9:00 AM to 10:00 AM
· Attendees: Vijay Shanker, Karen Ross, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
· Vijay- Plan in Jan-2021:
· Improve the protein+site detection on abstracts.
· Try to normalize/detect more papers within the GlyGen set (current number is 138 abstracts-probably the number can be reached to 200 with improvements)
· -Based on the data detected- the team will make a decision to run the system on a larger set. The larger set will be selected based on a query for glycosylation in MedLine.
· Vijay will then move to full-length papers at the end of Jan-2021.
· GDS detection:
· Vijay will incorporate the two new dictionaries sent by Rahi and run it on the entire GlyGen set and give Rahi the file by Friday next week.
· Protein normalization:
· Catherine will take a look at the protein names that were not normalized and possibly provide a uniprotkb accession for such names.
· GlyConnect Octopus tool:
· Frederique will let me know in the middle of next week if she can provide me all possible combinations of glycan descriptions (core+properties+determinants) available in GlyConnect based on the octopus tool
· Other:
· Rahi will send Frederique a few rows to check from protein+site detection that need feedback.
· Rows where the site was detected correctly by LitMin but does not match the UniProtKB sequence will still be considered passed in the excel sheet. It will be removed when Rahi passes the file through automatic QC.
· Schedule a call with Raja and Vijay (based on the feedback from Vijay on point 1) priority of the tasks for the upcoming year.


Meeting 28: cancelled due to Thanksgiving holidays

Meeting no. 27
· Date: 11/13/2020 9:00 AM to 10:00 AM
· Attendees: Karen Ross, Vijay Shanker, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
· Protein+site file (LitMin)
· GDS file (LitMin)
· Gain of glycosylation data (GlyConnect)
· Glycan to disease data (GlyConnect)
· Action items/Notes:
· Agenda (so far)
· 1)Protein+site file (LitMin)
· -- a few of them from GlyConnect. old and different. 
· -- test site. 
· -- Vijay will send the glyconnect file this weekend.
· 2) GDS file (LitMin)
· -- Scan to front-end.
· -- Run the entire file. 
· -- How to do a canonical-
· - if its single- antennary, motifs, 
· - if itsmultiple- divide into two rows.
· - link it to GlyConnect Octopus-
· - divide the list 
· subset- i set
· --https://sugarbind.expasy.org/ligands
· use 10 terms to generate a file
· -protein normalization
· -- 15/20 list of proteins with all PMIDs. File will be sent by Vijay. Rahi will pass the file to Frederique.  
· Next steps:
· -- cell-cell-comunication- imapct of glycosylation.
· fist aim- as an impact.
· -- make it much bigger. 
· -- beta version- DbSNP -protein+site
· -next steps
· 3) Gain of glycosylation data (GlyConnect)
· -Frederiquewill talk to Julian
· 4) Glycan to disease data (GlyConnect)
· API should be straight-forward. The Disease is associated to protein+glycan+ site. Although Site maynot be always present. 
· Catherine also worked on themouse log files sent by Rahi. 
· Catherin will send the file to Rahi



-----------------------------------------------------------------------------------------------------------------------------------------
Meeting no.  26
· Date: 10/30/2020 9:00 AM to 10:00 AM
· Attendees: Karen Ross, Vijay Shanker, Frederique Lisacek, Rahi Navelkar, Catherine Hayes
· Agenda:
· GDS discussion
· Protein+ Site detection
· Action items/Notes:
· GDS- break it up the descriptions.
· include enzyme?
· -antenna
· -motif/type
· -monosaccharides
· -entire description for now. 
· - workshop? poster?
· - grammar- break it up for separate parts.
· - work on the UniCarbKB corrections then give the list to Rahi.
· - GDS fixes- Next Friday
· - run it on the GlyGen list. 
· - 2 weeks: GDS for the entire set. (11/13/2020)
· - N/O-glycosylation- mark them.
· - protein+site: completed the run on the glygen papers.
· --> output is not generated yet- fixing some bugs. 
· - table/website- today
· - Table for protein which are not normalized. 
· - enzymes, -no
· - glycosyltransferases- pin it for now. 
· - number-quantative  info- are we capturing. If we are we are not capturing it comphrehensively.. It is currently capturing based on the grammar. 
· -- Ignore the percentages. for now. 
· -- paper- 100 abstracts, reserve it- but Vijay won't have access to it.
· --just pick 100 from the list- and send it to Vijay. 
· GlyConnect:
· - Protein to normalized 
· - 2-3 % will never be normalized.
· -- corrections will be reflected in glyConnect.
· -- particular miss with one- fixed
· --  go with the UniProtKB. 
· --> gain of glycosylation. 





Meeting no.  26
· Date: 09/16/2020 9:00 AM to 10:00 AM
· Attendees: Karen Ross, Vijay Shanker, Frederique Lisacek, Rahi Navelkar
· Agenda: 
· 1) Glycan description string discussion.
· 2) Protein normalization.
· Action items/Notes:
· --> Protein+site+-whole thing - mid week.
· --> FP, FN 
· --> don't look at the 100 selected by evaluation.
· --> Pubchem 
· --> GDS -not complete
· --> big issue
· --> covid- distinguished the expression system.
· --> same uniprot - regardless of the expression system.
· --> Normalize such recombinant 
· --> Signal peptide --> uniprotkb. 
· --> Run it on the UniProtKB signal peptide info automatically.
· --> tend to check on older publications manually.
· --> Isoform issue-> manually. 
· --> Frederique will take a 
· --> less than 10 cases--> Loss/gain of glycosylation. (Frederique will let me know the list)
· Frederique will also take a look 







-----------------------------------------------------------------------------------------------------------------------------------------
Meeting no.  25
· Date: 09/18/2020 9:00 AM to 10:00 AM
· Attendees: Karen Ross, Vijay Shanker, Frederique Lisacek, Rahi Navelkar
· Agenda: 
· New run on UniCarbKB abstracts and milestones.
· Glycan description strings.
· Protein normalization.
· Action items/Notes:
· -FN dropped.
· -Glyconnect site was different set.
· -can run on the Nov. 15 -couple of papers
· --Till next meeting, we can Glyconnect. 
· -- till Nov. 15 
· -- run the GDS on UniProtKB. by next week.
· -- can update the dictionary in the same place- notify Vijay. 
· -- standarize it multiple typed. 
· -PMID-sentence-string-4-parts-PMID-count
· -PMID-count?- VJ-can give PMID count for motif/component.
· Discussed with Julien about the GlyConnect tasks.




------------------------------------------------------------------------------------------------------------------------------------


Meeting no.  25
· Date: 09/18/2020 9:00 AM to 10:00 AM
· Attendees: Karen Ross, Vijay Shanker, Frederique Lisacek, Rahi Navelkar
· Agenda: 
· Go over the verification document for UniCarbKB
· Maintaining Udel links for GlyGen data
· Timeline for the new dataset from Vijay
· Discuss milestone documents with Frederique.
· Action items:
· Send the list of abstracts where the protein was not normalized to Frederique to generate a dictionary. Later also send abstracts which failed automatic QC. 
· Vijay will take a look to see Patriks tool
· Vijay to send the files for manual checking next tuesday or wednesday which will include annotations run on GlyConnect and UniCarbKB papers.
· Rahi and Karen to manually check the rows next week. 
· Frederique to take a look at GlyGen log files Rahi sent where GlyGen QC has flagged glycosylation data from GlyConnect.
· Rahi to download new GlyConnect data (including SARS).
· Notes:
· 1. modification to the program don't account to the new changes,
· 2. Pubtator does not normalized but factor 7 can be normalized.
· Problem will come for the sites for these chains.
· 3. Sites are not going to match. 
· 4. what does GlyGen do in these ? do them manually?
· List of protein commonly glycosylated. 
· species, recomibant 
· --- IGG- for one glycosylation site for N-glycan.
· ---IGNPT- 35 yr antibody----by UniProtKB.
· --- Immunogobulin are carefully mapped. Done in accordonce in other.
· ---coagulation factor/chains for UniProtKB. 
· -- GlycosuiteDB initially- normalized when chains had distinct ID's. later it combined into one entry.
· that's why we have one-to-many entries. As we would loose specificity. we never merged. but numbering will be off. 
· -- free text fields. Currently not on GlyGen. 
· -- GlyConnect aware is that numbering is not matching.
· -- Add notes-- original site mapped in the paper.
· -- Protein and sites - where automatically cannot be done- sendit to GlyConnect to manually normalize. 
· --- Pubtator does not normalize
· --- Collection of tools for entitiy recognization - Patrik noosh- eagle eye.
· Send the list of abstracts where the protein was not normalized to Frederique to generate a dictionary. Later also send abstracts which failed automatic QC. 
· -- Create a dictionary with protein names-gene names, synonyms, 
· -- Short list- Send it to Vijay.
· -- Check with UniCarbKB.
· -- GlyConnect and UniCarbKB-common origin.
· -- Thesaurus -https://gpsdb.expasy.org/
· -- Vijay- we already use different tools. Pubtator updates 2 weeks. but only uses NCBI and not UniProtKB. 
· -- FL: need to merge these tools.
· -- vijay will take a look to see Patriks tool and easily integrate possibly.
· -- Factor 9 shouldn't be failing. 
· -- Log file for Frederique. 
· -- Maintain original links?? biom crashes all the time. 
· -- Run the improved system on GlyConnect papers.
· -- other than the display issue, all other FN are resolved.
· -- expect two 
· -- Early next week-- Both available. 
· Vijay to send the files for manual checking next tuesday or wednesday which will include annotations run on GlyConnect and UniCarbKB papers.
· will send the UniCarbKB, GlyConnect....
· -- Tuesday- Wednesday.
· -- Protein and Sites 
· -- Don't forget the pass. 
· -- Vijay- FP-FN for Glycan description strings
· Rahi has already sent the document to Vijay last week which includes Fn, FP 
· -- Added the GlyGen links on GlyConnect (currently on beta) for humans. Should be done soon. 
· Frederique to take a look at the log file Rahi sent. The log file document the rows 
· -- GlyConnect- covid-19 -- 4 entries-- bioarchive. 


------------------------------------------------------------------------------------------------------------------------------------

Meeting no.  25
· Date: 09/04/2020 9:00 AM to 10:00 AM
· Attendees: Karen Ross,Vijay Shanker, Frederique Lisacek, Rahi Navelkar
· Agenda: Go over the verification document for UniCarbKB
· Action items/Notes:
· Vijay will send notes/email for the false negatives.
· Rahi to incorporate these notes and push the manually reviewed/pass through automatic QC to GlyGen front-end.
· Rahi to send the PTM annotation document to Vijay next week.
· Vijay will run the UniCarbKB set again based on the Fp, Fn and also run on again on GlyConnect papers.
· Vijay to also send the file with abstracts where the site was detected but the protein was not normalized.
· Rahi and Karen to manually check a few of such abstracts. 
· Rahi to generate a GlyConnect milestone document and send it to Frederique for review. 
· Notes:
· The site mismatch is an issue for manual or automatic curation. Frederique- the issue can be seen for 20-30 %
· GyConnect uses automatic parsing from NextPRot to see the mismatch positions and correct them manually. 
· Add another column to mention for annotation where the site/protein was detected correctly by literature mining but for some reason it is still not a correct glyco-site. 


------------------------------------------------------------------------------------------------------------------------------------

Meeting no. 23:

Date: 07/06/2020 11:30 PM to 12:30 PM

Attendees:- Karen Ross,Vijay shanker, Rahi Navelkar

Agenda: Year 1 and year 2 discussions

Summary:
https://docs.google.com/document/d/15NKSDBoe0iBNxZNoX67NFsuVmOnoq9Wlzq3ZTya4w9c/edit?usp=sharing



-----------------------------------------------------------------------------------------------------------------------------------------
Meeting notes for 19-22 are not yet added. 
-----------------------------------------------------------------------------------------------------------------------------------------


Meeting no.18: 
Date: 08/05/2020 11:30 PM to 12:30 PM

Attendees:- Karen Ross,Vijay shanker, Rahi Navelkar

Agenda:
1. Manual checks/verification of the data sent (April-8th)
2. Discussing QC steps and confidence scores.

Action items:
1. Send the verification sheet to Vijay. More rows to be added by the end of next week.
2. Rahi to forward the data email. 
3. If possible add false negatives. 


------------------------------------------------------------------------------------------------------------------------------------
Meeting no.17: 
Date: 05/08/2020 11:30 PM to 12:30 PM

Attendees:- Karen Ross, Rahi Navelkar

Agenda:
1. Continue discussion
2. Verification of the literature mining output

Action items: 
1. Rahi to email the discussion notes to Vijay
2. Rahi to send ~30 abstracts and generated annotations from Literature Mining project to Karen for verification.
3. Karen to send the confidence score paper to Rahi
4. Rahi to generate the confidence score criteria. 

Notes:
Based on the abstracts we annotated, we both feel that it is very difficult to separate out the glycan strings into unique glycan compositions as they are often pooled together and often suggest ambiguity. (i.e out of the entire pool of glycans some might be sialylated and some might not.)

2. Instead of trying to separate these sentences/strings, we think it might be best to just collect all of the glycan descriptive phrases that apply to the same glycosylation site (or to the same protein if sites are not given) and not try to map out which pieces are describing which glycan. 

3. As we are currently only focussing on abstracts, I think the scope of the text-mining tool could be to detect all glycan description strings and apply to all sites mentioned in an abstract.

e.g. the output would look something like:

Protein A | site A1 | glycan description strings 1,2,3,4 | PMID X1
Protein A | site A2 | glycan description strings 1,2,3,4 | PMID X1
Protein A | site A3 | glycan description strings 1,2,3,4   | PMID X1

4. If the abstract does mention site-specific glycan string description, see one of my abstract: https://docs.google.com/document/d/1wS9SEZ5NToWbxBQmE-twAA51fVX99Y7crsHkuCW86JY/edit#bookmark=id.c5hhs4kvdv9z

Then we can expect the output to look like 
Protein A | site A1 | glycan description strings 1,2 | PMID X1
Protein A | site A2 | glycan description strings 1,3 | PMID X1

But it turns out that the latter cases are in minority.






--------------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 16

Date: 04/24/2020 11:30 PM to 12:30 PM

Attendees:- Vijay Shanker, Karen Ross, Rahi Navelkar

Agenda:
3. Continue discussion

Action items:
1. Karen and Rahi to annotate 5/10 more papers from UniCarbKB set for glycan description string. More descriptive. Karen and Rahi will add a google doc and Rahi will concatenate the notes
2. Rahi to notify Vijay and Karen about the LitMin data being live on GlyGen production next week.
3. Rahi to send Vijay GlyConnect publication links.
4. Rahi sent an email to Raja: carryover request sent by the University.

Notes:
1. Annotation phase: ideal (manual curation)
2. Evaluation: check to see if it will satisfy the “ideal” output. 


-------------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 14

Date: 3/13/2020 11:30 PM to 12:40 PM

Attendees:- Vijay Shanker, Karen Ross, Rahi Navelkar

Agenda:

Meeting notes:
1. Improve GDS.
2. Improve GDS association with protein or site attachment.
3. Use UniProtKB paper set to evaluate, verify and possibly enrich the dataset to add more glycan structure data--- give it to GlyConnect- normalize and submit annotations back to UniProtKB.

Action items:

1. Rahi to send a sample .csv file to Vijay. 
2. Rahi to send new UniCarbKB set sheet: New UniCarbKB
3. Karen and Rahi to add more columns for at least 5 more abstracts each.:
a. PMID, GDS, sentence no.(GDS) , protein, site
b. Copy and add the sentence no, site,
c. Add seperate glycans in different rows.
4. Rahi to send UniProtKB data table to Vijay. 
5. Vijay will evaluate BRAT tool.






-------------------------------------------------------------------------------------------------------------------------------------------
Meeting No. 13

Date: 2/28/2020 11:30 PM to 12:30 PM

Attendees:- Vijay Shanker, Karen Ross

Agenda:
1. Slides for March 3 Presentation


-------------------------------------------------------------------------------------------------------------------------------------------

Meeting No. 12

Date: 2/14/2020 (new time) 11:30 PM to 12:30 PM

Attendees:- Vijay Shanker, Karen Ross, Rahi Navelkar 

Agenda:
2. Slides
3. New output and format
4. Mockup

Action items:
1. Vijay to send the format of the output in the following format (only for normalized proteins by Wednesday the 19th Feb:
a. PMID| Protein (normalized ID) | site
2. Rahi to prepare a mockup and share it Vijay, Karen and then present in on the F2F meeting. 
3. Rahi to send a slide to Vijay post feedback from the team.
4. Next meeting is on 28th of Feb. Rahi won’t be available.  But the calendar invite has WebEX details. 
5. Rahi to send Vijay a list of UniProtKB ac| protein name | synonyms


------------------------------------------------------------------------------------------------------



Meeting No. 11

Date: 2/3/2020 (rescheduled from 1/29/20) 10 AM to 11:15 AM

Attendees:- Vijay Shanker, Karen Ross, Rahi Navelkar 

Agenda:
· PubMed queries for abstract selection
· Timeline
· Monthly talk:- 20-25 min talk first Tue of March. (March 3’ 20)
· Title and Abstract
· Format of the output data (possibly 2 column table protein and site)

Action items: 

· Rahi/Karen to go over the feedback from Vijay. [by Friday]
· Rahi/Karen to provide PubMed queries to Vijay. #try using TI/AB {Title/abstract} 
· Timeline:
· 12th Feb: Finalize the query to get the abstracts (All)
· 15th Feb: Output ready on website (Vijay)
· 18th/19th Feb: Output in a table (csv, excel): (Vijay)
· Preferably  format:
· Protein | site | trigger words (for glycan description)
· Separate sheets:
· for normalized proteins,  
· non-specific protein/ high-throughput papers (mention number of protein)
· Rahi to send some date/time to reschedule bi-weekly calls. #Friday 11:30
· Discuss the presentation slides, abstract and title for March 3rd monthly call.

Meeting minutes:
·  PubMed queries which will result in a output of 5000/6000 abstract
· A student interested in extracting glycan data from images. Part 1: would be to identify if the paper includes a glycan image Part2/Part 3: can be used to normalize the structures or even extract the glycan image from the paper. 
· Old papers : black and white, SNFG annotation as a good starting point. 
· We can highlight protein names and descriptions to accelerate the process by the curators
· Current output will only triggered by “glycosylation” and not by fucosylation/sialyation 
· Can think of writing a article
·  Possible collaboration with GlyConnect- We will provide them a list of high-throughput papers generated via the tool.
· Prefered format for the output
· set of abstracts (of high interest): High-throughput papers which talk about glycosites, glycans associated with human[9606], mouse [10090] , rat [10116], HCV proteins.
· Monthly talk

--------------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 10 

Date: 1/10/2019

Attendees:-  Vijay Shanker, Karen Ross, Rahi Navelkar, Xavier Holmes

Action items:
1. Karen, Rahi, Xavier to validate the glycoprotein, site, glycan description and disease and provide Vijay with detailed notes on false positives and false negatives
2. Each of us provides Vijay notes on 20-25 abstracts from the UniCarbKB set. 
3. Rahi to send Vijay the glycan motif/cores dictionary.



--------------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 10 was  scheduled from 01/15/2019 to 1/10/2019
--------------------------------------------------------------------------------------------------------------------------------------------

Meeting no. 9:

Date: 12/20/2019

Attendees:-  Vijay Shanker, Karen Ross, Rahi Navelkar, Xavier Holmes

Action items:
1. Rahi - Send Trivial /common names for sugars to Vijay
2. UniCarbKB set (100 abstracts) Rahi/Karen/Xavier to extend the individual sheets of the“UniCarbKB set” by adding new columns - Protein| Glycan | comment and yes or no. Yes=If the PubTator has captured it. No=If Pubtator has missed it. “Comment” - Additional notes.
3. Vijay’s set (258 abstracts): Feedback/notes to Vijay. 15/20 abstracts per Karen/Vijay/Xavier. (Select randomly.) (15 from first 20 and 5 from the remaining)
4. Default is 15 Jan 2020. If required another meeting will be scheduled in the first /second week of Jan via email.

---------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 9 scheduled on 12/18/2019 was postponed to 12/20/2019
---------------------------------------------------------------------------------------------------------------------------------------

Meeting no. 8:

Date: 12/04/2019

Attendees:-  Vijay Shanker, Karen Ross, Rahi Navelkar, Xavier Holmes

Meeting minutes:
1. Discussed the UniCarbKB set highlighted by Xavier.
2. By Jan 2020, the patterns to identify glycosylated proteins (and site maybe) will be fixed, will be run on the filtered PubMed set (i.e. abstracts)
3. After that, the output will be discussed to be integrated into GlyGen 1.6 (March 2020)

Action items:

1. Xavier to send a list of techniques used in glycan analysis to Vijay. (please add it in the same drive)
2. Xavier to check the normalized protein by UniCarbKB from the paper which mentions the mutant protein. 
3. Rahi, Xavier and Karen to keep continuing highlighting the abstracts (atleast 25 each) by next meeting (12/18/2019)
4. Rahi/Karen to provide Vijay the PubMed query for filtering papers. (By mid Jan ’20)
5. Vijay to send the 258 abstracts by next meeting (Dec-18 ’20) along with the excel sheet. Based on which Rahi, Karen and Xavier will be providing feedback

-----------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 7:

Date: 11/20/2019

Attendees:-  Vijay Shanker, Karen Ross, Rahi Navelkar, Xavier Holmes

Action items:

6. Rahi to create a new sheet:
a. Sheet 1: Master list of PMIDS from GlyGen (from UniCarbKB)
b. Sheet 2: Rahi, Karen and Xavier to extract words for “glycosylated protein” and “glycan description”
i. Multiple glycan description separated by |
ii. Send first 10 papers to Vijay to verify. 
c. Rahi to add the UniProtKB Acc extracted by UniCarbKB for the same paper. 
7. Vijay to send highlighted abstracts (258 papers) for Karen, Rahi and Xavier to evaluate the pattern for glycosylated entity. 
8. Rahi to send the list of sugar residues to Vijay. 


-------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 6:-

Date:- 11/08/2019; 3PM to 4:30 PM

Attendees:-  Vijay Shanker, Karen Ross, Rahi Navelkar

Action items:-
· Vijay to provide a list of accessions normalized through PubTator to Karen, Rahi and Xavier. They will go through the abstracts and validate whether the normalized protein is glycosylated or not. (identify the entity type)
· Jan 3rd : Vijay will provide glycosylated protein data from all MEDLINE papers (in and outside GlyGen)
· Rahi to create a subset of papers (not included in GlyGen) which mention the glycosylated protein for front-end.
· This will result in providing searches for users which mention glycosylation evidence for that protein extracted through literature mining.
· April 3rd:-
· Vijay to provide a table of extracted entities for all papers (in and outside GlyGen):-
· Glycosyltion site
· Enzyme (glycosyltransferases)
· Glycan composition
· Rahi to provide list of sugar names in Jan 2nd Week. 


-------------------------------------------------------------------------------------------------------------------------------------------
Meeting no. 5:-

Date:-  10/1/2019

Attendees: Vijay Shanker, Karen Ross, Xavier Holmes, Rahi Navelkar

Action Items:
-- Rahi to provide the remaining PMID’s to Vijay.
--Vijay to provide sample screen shot of the highlighted abstract web page to Rahi [before Oct 25]
-- Vijay to provide a list of URLS which will point to the page where the abstract is highlighted for different entities. For GlyGen 1.5 release, Protein/ gene/ disease will be highlighted. [Nov 3]
-- Karen, Rahi and Xavier to highlight 10 abstracts each to generate a development set and then move on the full-length articles.
--Outline for extraction of entities (Vijay):
	- Protein/ gene/ disease (1.5 release)
- Glycosylated protein + glycosylated site (abstracts) (potentially 1.6 release)
- Glycan (abstracts)
- Evaluation
- Extend the tool to abstracts (all medline.)
- Extend the tool to full-length articles in GlyGen
- Extend to full-length articles (entire Medline.)

Agenda:

1. glygen release: when is the first release and what can we provide for the first release. [Vijay]
2. annotation of glycan information. since we don't often see a single string completely describing the glycan but rather description of different pieces, what should the text mining system provides. [Vijay]

Notes:
-- GlyGen release is on Dec 1st week which means the data needs to be with GWU by nov 1st week
-- In the initial stages, all the sentences describing the glycan will be in column separated by a delimiter (other than ,). Once when enough data is collected, come up with a procedure to divide sentences into more specific columns.  

--------------------------------------------------------------------------------------------------------------------------------------------



Meeting no: 4

Date:-  8/15/2019 [11:00 to 12:00 EST]

Attendees: Vijay Shankar, Karen Ross, Raja Mazumder, Rahi Navelkar.

Action items:
· Update milestone document [Rahi]:
· Deliverables:-
· Next 3 months:
· List of GlyGen PMID (present in google drive) [Rahi]
· Extract glycosylated proteins on all abstracts [Vijay]
· Cross link PMID’s to itextmine in the abstract section/Protein section, to highlight additional annotations present in abstract [Vijay]
· Provide a table to GWU for GlyGen next release. [Vijay]
· Add the completed curation template (set of PMC-OA 30 papers) in GlyGen as a dataset object [Rahi]
· Work with front-end team to represent data on Glycan protein-detail page, similar to RLIMS-P [Rahi, Karen]
· Following 3 months:
· Extend the functionality to PMC- OA full length materials 
· Provide a table to GWU for next release
· Slides for F2F:
· Rahi to send one or 2 slides to Vijay
· Complete curation template (set of 30 papers PMC-OA in total)
· Rahi, Karen, Xavier highlight sentences for 10 papers in each in one sheet.


Agenda:-
1. Modify milestone document:
a.  Modify the milestones into more specific deliverables.
b. Format deliverables into tables with one or more terms that we have selected to extract.
c. Align the content (extracted terms) of the tables with the development of the tool.
d. Display the generated tables on data.glygen.org with every 3-month release.
e. For example:
i. Based on our milestones for year 1, our deliverables can be (tentatively): 
ii. August: Development phase (30 papers)
iii. October: Table 1  [Protein and site] 
iv. December: Table 1.1  [Protein, site, glycan information.] 
v. February: Table 1.2  [Protein, site, glycan information, Negative results]
vi. March-April: Validation of information
vii. June-August: Table 1.3: [Protein name, site, glycan information, Negative results #entire publication set]
viii. We can reorganize this based on the level of complexity of the extracted terms. 
2. Slides for the F2F meeting.

Notes:
· Extract Disease names or DOID or Phosphorylation to include in 3-month release. 
· Abstracts, full-length OA and only pdf.
· Issue: ability to extract the data from pdf tools in year 1.
· PMC and PMC OA is different
· Most of the glycosylation papers are old.
· Taking GlyGen PMID- providing links cross mining to  ITextMine entry.
· Karen and Rahi- use the ItextMine data dump
· 
· Iterative nature of the project- 
· Abstract - 3 months
· Glycosylation terms and proteins
· Interesting text and provide a like ItextMine cross references of protein or abstract.(you can interchn)
· Go from smaller to bigger - abstract to protein page.
· Abstract centric way or protein-centric way. 
· OA papers. - next 3 months
· Pdf - next 3 months
· Update on the milestones-based on the data provided atleast next 6 months.
· Overall for year 1- then add more specific terms for next 3 months or 6 months.
· Slides- iteratives we will be provided data iteratively/ mention previous work.
· Day 2: GlyGen internal: QA session:- 5 min slides and followed by QA.
· Slides:- introduction/previous work/new plans.
· Day 3: Same slides on day 3- or some minor changes based on input from GlyGen internal.
· Milestone document: maintained internal; Does not need to be distributed to everyone on the team.  

-------------------------------------------------------------------------------------------------------------------------------------------
Meeting no: 3
Date: 8/9/2019 [12:30 to 2:00 EST]

Agenda:
1. Go over curation template

Attendees:
Karen Ross, Vijay Shanker, Xavier Holmes, Rahi Navelkar

Notes:
· Went over the sentences.
· The decision to only include sentences which contain glycosylation related information.
· Any other sentences that just explains the protein name without any information about the glycoprotein should not be included.
· Add another column to the curation template as “glycan description” as a more flexible column to extract all sentences related to glycan information that might not be necessarily restrictive to glycan core, composition, link sugar, and sequence.
· Milestone document was updated to include the inclusion and exclusion sections from the paper.
· The validation phase- after the development phase will need data/tables from GlyGen-to validate the tool.
· The glycan information extracted by the tool will be manually validated against the GlyTouCan accessions and necessary feedback will be provided to Vijay and team.
· The first set of data will be visible in Jan 2020.

Action Items:
· Karen, Xavier, Rahi to refine the curated sentences in the sheet and exclude any investigative or introductory/background sentences.
· Rahi to add the list of all GlyGen publications- which have PMC:OA (open access) in the verification sheet.
· Karen, Xavier, and Rahi to mark 9 papers each to curate.

--------------------------------------------------------------------------------------------------------------------------------------------Meeting no: 2
Date: 8/8/2019 [12:30 to 1:30 EST]

Agenda:
2. Go over Milestone document

Attendees:
Karen Ross, Vijay Shanker, Xavier Holmes, Rahi Navelkar

Notes/action items:
1. Protein mass -> year 1 
2. Materials and methods -> year 2 
3. Hold off on TNS 
4. YR2 -> Require further discussion 
5. ?? -> Not sure whether necessary 
6. YR1 -> Will extract in year 1 
7. Should define the literature we will be extracting information from 
8. -> Prioritizing full-length articles starting with GlyGen papers
9. -> Non Open Access -> Will test on a few cases -> deliverable software 
10. Finalize Milestone document-
a. Add more examples to sections marked:- “Decision based on more examples:” [Xavier, Rahi]
b. Sent it Raja, Will, and Darren?


--------------------------------------------------------------------------------------------------------------------------------------------
Meeting no. :1 
Date: 8/1/2019 [12:30 to 1:30]

Agenda: 
1. Questions [Karen]
a. Should we only look at the abstract, text, and figure legends (no figures or supp. material) because that is the material that Vijay is going to mine? 
b. Should we enter only direct quotes from the text into the spreadsheet?
c. Should we indicate somehow where in the text the info is coming from?
d. How should we handle multiple glycosylations described in the same paper? For example, what if a paper describes 10 different possible glycans on one site in a protein found in a particular tissue. Should we put each glycan in a separate row and repeat the information about the site and tissue on each line.
2. Preliminary dataset for GlyGen release.
3. Prepare milestone document.
4. Slides for the F2F meeting. 

Attendees:
Karen Ross, Vijay Shanker, Xavier Holmes, Rahi Navelkar

Notes/action items:

1. Curation template:- [Karen, Rahi, and Xavier to curate 1 paper each]
a. 1 sheet for 1 paper- name the sheet according to the PMID (choose PMC open access).
b. Add sentences/direct quotes in the first column and mark 1/blank for remaining columns. 1 if the field value can be determined by the sentence.
c. Send it to Vijay
2. Prepare milestone document [Rahi]
a. Create a list of tasks:
i. Field names, subcategories, definitions, examples.
ii. Send it to Vijay
iii. Vijay will comment and mark the potential tasks for year 1 and year 2.
iv. Distill and create the milestone document
v. Once the milestone document is prepared- send few slides to Vijay
3. Generate a preliminary dataset to display on GlyGen frontend [Rahi, Vijay]:
a. Rahi to send a mockup of the csv file.
b. Vijay to provide a preliminary dataset to display on GlyGen data.   
4. Set up future meetings: [Rahi]
a. 1st : To go over the milestone document
b. 2nd: To go over the template. 

Other:
Drive folder:
https://drive.google.com/drive/folders/1oY6wZaFOfRArFm-FA5iFO-oJrrlD2_5i?usp=sharing


Next meeting agenda’s:
1. False positive.
2. A more general glycan information. 
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